
−3.6

−1.44

0.72

2.88
biosynthetic process

G
S

Z
mBL
intermediate
non−mBL

SPTLC2
SPTLC2

GART
SPTLC1

GART
GART
KYAT1

EIF2B3
ALAS2
FASN

GMPPB
GCAT
GCAT

PCYT1A
PCYT1A

TAT
PCYT1B

PBLD

−1.8 2.1∆ e



−6

−4

−2

0

2

4

6

biosynthetic process
G

S
Z

on
−
off

# features = 42

1

3



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

biosynthetic process
G

S
Z


